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LICENSING OF XNAs TECHNOLOGY
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CONTRIBUTION TO YOUR ASO DRUG
DEVELOPMENT

1. Licensing of XNAs technology on a gene-by-gene basis

You have in-house resources for oligonuclectide drug _ | Luxna offers XNAs technology cut-licensing
development, but there are issues that you cannot solve B | oppertunity, start with an MTA for evaluabion or an
ON YOUr awn._. exclusive technobogy licensing agreemsant

2. Collaborative drug discovery

You have good candidate antisense bat you need betier w

tox and efficacy profile... Collaborative research for “Lead Optimization

You have good target gene of genetic disorder or ather o

fic overexpression for ireatment Collaborative discovery from “Screening™

3. In-house drug development -> Asset licensing

= Collaborative development or asset licensing of cur

You are looking for drug candidate. .. Fihouns eveis e pinsliives



NEW PHOSPHORAMIDITES FOR
OLIGONUCLEOTIDE SYNTHESIS
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+ Introduce hydrophabic moiety to oligonucleotide

Sugar conformation similar to DN&
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i * Improves enzymatic stability enabling PS modification reduction
* Reduces loxicity of an cligonucleotide
* Reduces off-target affects

Luxna XNAs are available from its collaboration partner,
Summit Pharmaceuticals International Corporation (SPI)
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RECOMMENDED INCORPORATION OF
XNAs [GAPMER]
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Combined incorporation of Luxna XMAs enables to
produce suitable ASO gapmer






